Assessing Pseudomonas virulence with the nonmammalian host model: Arabidopsis thaliana.
The popular plant model, Arabidopsis thaliana, has been used to successfully identify novel Pseudomonas aeruginosa genes that are involved in virulence. These genes have also been shown to be important for mammalian infection, demonstrating that this bacterium has a conserved set of virulence factors with broad range. This chapter describes using A. thaliana as a plant model for P. aeruginosa infection and describes obtaining the plants, preparing the inoculum, infecting the leaves, and collecting and interpreting the data. This protocol allows for both a qualitative assessment of symptoms and a quantitative measurement of the bacterial growth inside the leaves.